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Abstract

Genotyping of Staphylococcus aureus Based on Arbitrarily Primed PCR

Michiru Kishimoto*, Eri Ohsawa™, Yuki Taniguchi* and Kana Morinishi*

To develop the simple and short time genotyping method, we optimized DNA extract methods and PCR
primers.

Twelve Staphylococcus aureus isolated from the nasal of students were genotyped by Arbitrarily Primed
PCR method. The genomic DNA were extracted by heat method and DNA Extraction Kit. Three kinds of
oligonucleotide primers were used for PCR. The results were compared with primer. The accuracy of typing was
95.8% by Primer A-03, 93.1% by primer 272 and 84.7% by primer F-04. However, according to the accuracy
of the extraction method, primer 272 was the highest in the heat method (97.2%). The heat method was almost
equal to DNA Extraction Kit method, though the number of the band of the amplification product had tended
to be a few compared with the Kit. This suggests heat method can used typing of for Staphylococcus aureus.

The heat method is low-cost and simple, can be used also for the spread investigation of actual conditions
of the food poisoning bacterium in the food factory and the kitchen. This typing protocol is useful for the first

screening the polluter investigation.

* School of Nutritional Sciences, Nagoya University of Arts and Sciences
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